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rRu KuweuHaa mukpobuorta u 3aboneBa-
HUA NOAKEAYAOUHOM XXeNAe3bl: MUKPO-
61MoM-acCcCOLUUMPOBAHHDbIN MOAXOA
B AeYE€HUMU XPOHUUECKOro NaHKpeaTUTa

H. B. Ty6eprpuu?, T. A. MoxuHa?, H. B. beaseBat
IMeanUMHCKUIA LeHTp «Meaunkan», Opecca, YKpauHa
2LleHTp 350pOBOTO CEpALIa, XapbKkoB, YKpanHa
KAtoueBble cAOBa: KulleyHas MUKPobMoTa, KULLIEYHbIN
AMCOMO3, XPOHUUYECKMIN MAHKPEeaTUT, OCTPbIV NaHKpeaTHT,
NpPo6UOTHK, MUKPOBMOM-aCcCoOLMMPOBaHHAnA Tepanus
KulleuHyto MUKPOOWMOTY paccMaTpuBaloT Kak daktop,
ONPEAENSIOLLMI 3A0POBbE YEAOBEKA, MOAAEPKMBAIOLLMI
romMeocta3 opraHuama, pas3BuUTHE 3abOAEBaHWI MOAXKE-
AYAOUHOM xenesbl (IXK) (ocTporo naHkpeaTtuTa, XpOHUYe-
ckoro naHkpeatuta (XI), paka). bytupar, auerat, nponu-
OHaT, KAHOUEBbIE KOPOTKOLLENOYEYHbIE XXMUPHbBIE KUCAOTI,
KOTOPbIE CUMHTE3MPYIOT NPOBUOTUUECKUE BaKTEPUK, OKa-
3blBAOT 3HAUUTEABHOE BAMAHWE Ha GYHKLMOHAABHYHO
aKTMBHOCTb MK npoTBOBOCNAAUTEABHOE AEUCTBUE, MO-
AYAAUMS GYHKUMK B-KaeToK DK, peryasuma macchbl nak-
KpeaTUUECKMX KAETOK, YCUAEHWE 6apbepHOn GYHKLUMK
KULLIEYHMKA.

AokasaHo, uTto TeyeHue X accoummMpoBaHO C KULLEYHbLIM
AMCOMO30M, CMHAPOMOM M3BbITOUHOrO BHaKTepranbHOro
pocTa U CHWXEeHWeM YpoBHA Firmicutes, Actinobacteria,
yBenmueHnem Proteobacteria phylum, Eubacterium rec-
tale, Coprococcus, Sutterella, Eubacterium ruminantium,
NMPUYEM KX AOMWMHUMPOBAHWE acCCOLMMPOBAHO C pPas3Bu-
TMEM BHELLHECEKPETOPHOM HepocTatouHocTH DK, Torpa
Kak y 60AbHbIX XIT 6€3 BHELLHECEKPETOPHOW HEAOCTATOY-
HocTv XX npeobrapator Pseudomonas, Fusobacterium,
Ruminococcus gnavus. AktuBauusi ¢ubporeHesa B DK
accouMmpoBaHa € pocToM nonyAsaumu  Streptomyces,
Turicibacter, Methylobacterium, Enterococcus, Candidatus
Paenicardiniummore.

MexaHW3Mbl AEWCTBUSA MPOOBUOTMKOB MNpW 3aboneBaHM-
Ax DK cBA3bIBAlOT C yAydllEHWEM GYHKUMOHMPOBaHKUA
K1LeyHoro bapbepa, HUBEAMPOBAHMEM CHHAPOMA W3-
ObITOYHOrO HaKTEPUAAbHOIO POCTa, YMEHbLLUEHWMEM aK-
TUBHOCTU BOCMAAUTEABHOIO NpoLecca, MHIMOUPOBaHUEM
CUTHAAbHOIO MyTU OHKoreHesa. MWKPOOBUOM-acCoLIMK-
POBaHHbIN MOAXOA K AeueHuto XIT OCHOBbIBaeTCA Ha AO-
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MOAHUTEABHOM Ha3HauYeHWU NPOBUOTUKOB; MpenapaTom
Bblbopa MOXET OblTb MHOFOKOMMOHEHTHbIN MPOBUOTUK
Naktnane MyabTH.
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Intestinal microbiota is a factor that determines human
health, maintains body homeostasis, and influences the
development of pancreatic diseases (acute pancreatitis,
chronic pancreatitis (CP), and cancer). Butyrate, ace-
tate, propionate, and key short-chain fatty acids, which
are synthesized by probiotic bacteria, have a significant
effect on the functional pancreatic activity: anti-inflam-
matory effect, modulation of pancreatic [-cell function,
regulation of pancreatic cell mass, and strengthening of
the intestinal barrier function.

It has been proven that the course of CP is associated
with intestinal dysbiosis, bacterial overgrowth syndrome,
a decrease in the levels of Firmicutes and Actinobacte-
ria, and an increase in the levels of Proteobacteria phy-
lum, Eubacterium rectale, Coprococcus, Sutterella, and
Eubacterium ruminantium. Their predominance is relat-
ed to exocrine pancreatic insufficiency, while Pseudo-
monas, Fusobacterium, and Ruminococcus gnavus are
more common in CP patients without exocrine pancre-
atic insufficiency. Activation of pancreatic fibrogenesis
is associated with an increase in Streptomyces, Turici-
bacter, Methylobacterium, Enterococcus, and Candida-
tus Paenicardiniummore.

The mechanism of action of probiotics in pancreatic diseas-
es is associated with improved functioning of the intestinal
barrier, decreased BOS and the inflammatory process, and
inhibition of the signaling pathway of oncogenesis. The mi-
crobiome-associated approach to treating CP is based on
the additional administration of probiotics. The multicom-
ponent probiotic Laktiale Multi can be the drug of choice.



